UniprotKB Entry name |organism [full name oglcnacscore oglcnac p'h osphorylation PMIDS [sequence intracellular extracellular cytosol nucleus mitochndrion em!oplasmlc golgi plasma extl:acellular
ID sites sites reticulum apparatus membrane region
Uridine 28.275761 NaN NaN 39894887 MASVIPASNRSMRSDRNTYVGKRFV [True False 4.547 |2.941 2.909 0.815 0.516 1.514 1.224

095045 UPP2_HUMAN Homo
sapiens

phosphorylase
2

HVKNPYLDLMDEDILYHLDLGTKTH
NLPAMFGDVKFVCVGGSPNRMKAF
ALFMHKELGFEEAEEDIKDICAGTD
RYCMYKTGPVLAISHGMGIPSISIML
HELIKLLHHARCCDVTIIRIGTSGGIG
IAPGTVVITDIAVDSFFKPRFEQVILD
NIVTRSTELDKELSEELFNCSKEIPN
FPTLVGHTMCTYDFYEGQGRLDGAL
CSFSREKKLDYLKRAFKAGVRNIEM
ESTVFAAMCGLCGLKAAVVCVTLLD
RLDCDQINLPHDVLVEYQQRPQLLIS
NFIRRRLGLCD




