
UniprotKB
ID Entry	name organism full	name oglcnacscore oglcnac

sites phosphorylation	sites PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion endoplasmic
reticulum

golgi
apparatus

0

O95239 KIF4A_HUMAN Homo
sapiens

Chromosome-
associated
kinesin
KIF4A

22.714314 S1153 S394;T799;S801;S810;S815;S951;T
995;S1001;S1013;S1017;S1028;S11
26;T1181;S1186;S1225

23301498;40307207;35132862;372
17939;28510447

MKEEVKGIPVRVALRCRPLVPKEISE
GCQMCLSFVPGEPQVVVGTDKSFTY
DFVFDPSTEQEEVFNTAVAPLIKGVF
KGYNATVLAYGQTGSGKTYSMGGAY
TAEQENEPTVGVIPRVIQLLFKEIDK
KSDFEFTLKVSYLEIYNEEILDLLCPS
REKAQINIREDPKEGIKIVGLTEKTVL
VALDTVSCLEQGNNSRTVASTAMNS
QSSRSHAIFTISLEQRKKSDKNSSFR
SKLHLVDLAGSERQKKTKAEGDRLK
EGININRGLLCLGNVISALGDDKKGG
FVPYRDSKLTRLLQDSLGGNSHTLM
IACVSPADSNLEETLNTLRYADRARK
IKNKPIVNIDPQTAELNHLKQQVQQL
QVLLLQAHGGTLPGSITVEPSENLQS
LMEKNQSLVEENEKLSRGLSEAAG
QTAQMLERIILTEQANEKMNAKLEE
LRQHAACKLDLQKLVETLEDQELKE
NVEIICNLQQLITQLSDETVACMAAA
IDTAVEQEAQVETSPETSRSSDAFTT
QHALRQAQMSKELVELNKALALKEA
LARKMTQNDSQLQPIQYQYQDNIKE
LELEVINLQKEKEELVLELQTAKKDA
NQAKLSERRRKRLQELEGQIADLKK
KLNEQSKLLKLKESTERTVSKLNQEI
RMMKNQRVQLMRQMKEDAEKFRQ
WKQKKDKEVIQLKERDRKRQYELLK
LERNFQKQSNVLRRKTEEAAAANKR
LKDALQKQREVADKRKETQSRGME
GTAARVKNWLGNEIEVMVSTEEAKR
HLNDLLEDRKILAQDVAQLKEKKES
GENPPPKLRRRTFSLTEVRGQVSES
EDSITKQIESLETEMEFRSAQIADLQ
QKLLDAESEDRPKQRWENIATILEA
KCALKYLIGELVSSKIQVSKLESSLK
QSKTSCADMQKMLFEERNHFAEIE
TELQAELVRMEQQHQEKVLYLLSQL
QQSQMAEKQLEESVSEKEQQLLSTL
KCQDEELEKMREVCEQNQQLLREN
EIIKQKLTLLQVASRQKHLPKDTLLS
PDSSFEYVPPKPKPSRVKEKFLEQS
MDIEDLKYCSEHSVNEHEDGDGDD
DEGDDEEWKPTKLVKVSRKNIQGCS
CKGWCGNKQCGCRKQKSDCGVDC
CCDPTKCRNRQQGKDSLGTVERTQ
DSEGSFKLEDPTEVTPGLSFFNPVC
ATPNSKILKEMCDVEQVLSKKTPPAP
SPFDLPELKHVATEYQENKAPGKKK
KRALASNTSFFSGCSPIEEEAH

True False 4.578 4.531 0.844 False False


