}Jl;l iprotKB Entry name |organism full oglcnacscore |oglcnac sites p.h osphorylation PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion en(.loplasmlc golgi plasma &
name sites reticulum |apparatus membrane [r(
095255 MRP6_HUMAN [Homo ATP- 24.066223 S1207;T1213;T1215(S1286 37217939;39531497;39894887 MAAPAEPCAGQGVWNQTEPEPAAT |False True False [4.0 False 3.0 False 5.0 5
sapiens  |binding SLLSLCFLRTAGVWVPPMYLWVLGP
cassette IYLLFIHHHGRGYLRMSPLFKAKMV
sub- LGFALIVLCTSSVAVALWKIQQGTPE
family APEFLIHPTVWLTTMSFAVFLIHTER
C KKGVQSSGVLFGYWLLCFVLPATNA
member AQQASGAGFQSDPVRHLSTYLCLSL

6

VVAQFVLSCLADQPPFFPEDPQQSN
PCPETGAAFPSKATFWWVSGLVWR
GYRRPLRPKDLWSLGRENSSEELVS
RLEKEWMRNRSAARRHNKAIAFKR
KGGSGMKAPETEPFLRQEGSQWRP
LLKAIWQVFHSTFLLGTLSLIISDVFR
FTVPKLLSLFLEFIGDPKPPAWKGYL
LAVLMFLSACLQTLFEQQNMYRLKV
LQMRLRSAITGLVYRKVLALSSGSRK
ASAVGDVVNLVSVDVQRLTESVLYL
NGLWLPLVWIVVCFVYLWQLLGPSA
LTAIAVFLSLLPLNFFISKKRNHHQE
EQMRQKDSRARLTSSILRNSKTIKF
HGWEGAFLDRVLGIRGQELGALRTS
GLLFSVSLVSFQVSTFLVALVVFAVH
TLVAENAMNAEKAFVTLTVLNILNK
AQAFLPFSIHSLVQARVSFDRLVTFL
CLEEVDPGVVDSSSSGSAAGKDCITI
HSATFAWSQESPPCLHRINLTVPQG
CLLAVVGPVGAGKSSLLSALLGELSK
VEGFVSIEGAVAYVPQEAWVQNTSV
VENVCFGQELDPPWLERVLEACALQ
PDVDSFPEGIHTSIGEQGMNLSGGQ
KQRLSLARAVYRKAAVYLLDDPLAAL
DAHVGQHVFNQVIGPGGLLQGTTRI
LVTHALHILPQADWIIVLANGAIAEM
GSYQELLQRKGALMCLLDQARQPG
DRGEGETEPGTSTKDPRGTSAGRRP
ELRRERSIKSVPEKDRTTSEAQTEVP
LDDPDRAGWPAGKDSIQYGRVKATV
HLAYLRAVGTPLCLYALFLFLCQQVA
SFCRGYWLSLWADDPAVGGQQTQA
ALRGGIFGLLGCLQAIGLFASMAAVL
LGGARASRLLFQRLLWDVVRSPISFF
ERTPIGHLLNRFSKETDTVDVDIPDK
LRSLLMYAFGLLEVSLVVAVATPLAT
VAILPLFLLYAGFQSLYVVSSCQLRR
LESASYSSVCSHMAETFQGSTVVRA
FRTQAPFVAQNNARVDESQRISFPR
LVADRWLAANVELLGNGLVFAAATC
AVLSKAHLSAGLVGFSVSAALQVTQ
TLQWVVRNWTDLENSIVSVERMQD
YAWTPKEAPWRLPTCAAQPPWPQG
GQIEFRDFGLRYRPELPLAVQGVSFK
IHAGEKVGIVGRTGAGKSSLASGLLR
LQEAAEGGIWIDGVPIAHVGLHTLRS
RISIIPQDPILFPGSLRMNLDLLQEHS
DEAIWAALETVQLKALVASLPGQLQY
KCADRGEDLSVGQKQLLCLARALLR
KTQILILDEATAAVDPGTELQMQAM
LGSWFAQCTVLLIAHRLRSVMDCAR
VLVMDKGQVAESGSPAQLLAQKGLF
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