NVHKHSRLAEVLQLGSDILPQYKQE
APKTPPHIILHYCVFKTTWDWIILILT
FYTAILVPYNVSFKTRQNNVAWLVV
DSIVDVIFLVDIVLNFHTTFVGPAGE
VISDPKLIRMNYLKTWFVIDLLSCLP
YDVINAFENVDEVSAFMGDPGKIGF
ADQIPPPLEGRESQGISSLFSSLKVV
RLLRLGRVARKLDHYIEYGAAVLVLL
VCVFGLAAHWMACIWYSIGDYEIFD
EDTKTIRNNSWLYQLAMDIGTPYQF
NGSGSGKWEGGPSKNSVYISSLYFT
MTSLTSVGFGNIAPSTDIEKIFAVAI
MMIGSLLYATIFGNVTTIFQQMYAN
TNRYHEMLNSVRDFLKLYQVPKGLS
ERVMDYIVSTWSMSRGIDTEKVLQI
CPKDMRADICVHLNRKVFKEHPAFR
LASDGCLRALAMEFQTVHCAPGDLI
'YHAGESVDSLCFVVSGSLEVIQDDE
VVAILGKGDVFGDVFWKEATLAQSC
ANVRALTYCDLHVIKRDALQKVLEFY
TAFSHSFSRNLILTYNLRKRIVFRKIS
DVKREEEERMKRKNEAPLILPPDHP
VRRLFQRFRQQKEARLAAERGGRDL
DDLDVEKGNVLTEHASANHSLVKAS
VVTVRESPATPVSFQAASTSGVPDHA
KLQAPGSECLGPKGGGGDCAKRKS
'WARFKDACGKSEDWNKVSKAESME
TLPERTKASGEATLKKTDSCDSGITK
SDLRLDNVGEARSPQDRSPILAEVK
HSFYPIPEQTLQATVLEVRHELKEDI
KALNAKMTNIEKQLSEILRILTSRRS
SQSPQELFEISRPQSPESERDIFGAS

}Jl;l iprotKB Entry name organism full oglcnacscore o.glcnac p.h osphorylation PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion en(.loplasmlc golgi plasma eth:aC(
name sites sites reticulum |apparatus membrane region
095259 KCNH1_HUMAN [Homo Potassium [23.314564 S171;T866S974;5978;S981 |30379171;28657654;38253038 MTMAGGRRGLVAPQNTFLENIVRRS [True True 2.72 4.283  [1.522 1.471 0.961 5.0 1.948
sapiens  [voltage- NDTNFVLGNAQIVDWPIVYSNDGFC
gated KLSGYHRAEVMQKSSTCSFMYGELT
channel DKDTIEKVRQTFENYEMNSFEILMY
subfamily KKNRTPVWFFVKIAPIRNEQDKVVL
H FLCTFSDITAFKQPIEDDSCKGWGKF
member 1 ARLTRALTSSRGVLQQLAPSVQKGE




