}Jl;l iprotKB Entry name |organism full name |oglcnacscore |oglcnac sites phosphorylation sites PMIDS sequence intracellular |extracellular cytosol [nucleus mitochndrion :ggggll:fnm
095292 IVAPB_HUMAN |Homo Vesicle-  |25.826493 S142;T143;S154;T201 [S146;T150;S156;S158;S159;S160;S [34229054;38665916;35289036;286 [MAKVEQVLSLEPQHELKFRGPFTDV [False True 2.504 (0.375 [0.844 5.0
sapiens [|associated 206 57654;23301498;33465208;321195 [VITNLKLGNPTDRNVCFKVKTTAPR
membrane 11;35083852;40596516;37217939;3 |RYCVRPNSGIIDAGASINVSVMLQPF
protein- 2574038 DYDPNEKSKHKFMVQSMFAPTDTS
associated DMEAVWKEAKPEDLMDSKLRCVFE
protein LPAENDKPHDVEINKIISTTASKTETP
B/C IVSKSLSSSLDDTEVKKVMEECKRL
QGEVQRLREENKQFKEEDGLRMRK
TVQSNSPISALAPTGKEEGLSTRLLA
LVVLFFIVGVIIGKIAL




