UniprotKB Entry name organism full name oglcnacscore o.glcnac p.h osphorylation PMIDS sequence intracellular |extracellular |cytosol nucleus mitochndrion en(.loplasmlc golgi plasma °x
ID sites sites reticulum |apparatus membrane re
095340 PAPS2 HUMAN |Homo Bifunctional 3'- 13.26751 NaN NaN 34019948;28510447;38665916 MSGIKKQKTENQQKSTNVVYQAHH (None None None |None None None None None Nc

sapiens

phosphoadenosine
5'-phosphosulfate
synthase 2

'VSRNKRGQVVGTRGGFRGCTVWLT
GLSGAGKTTISFALEEYLVSHAIPCYS
LDGDNVRHGLNRNLGFSPGDREEN
IRRIAEVAKLFADAGLVCITSFISPFA
KDRENARKIHESAGLPFFEIFVDAPL
NICESRDVKGLYKRARAGEIKGFTGI
DSDYEKPETPERVLKTNLSTVSDCV
HQVVELLQEQNIVPYTIIKDIHELFVP
ENKLDHVRAEAETLPSLSITKLDLQ
'WVQVLSEGWATPLKGFMREKEYLQ
VMHFDTLLDDGVINMSIPIVLPVSAE
DKTRLEGCSKFVLAHGGRRVAILRD
AEFYEHRKEERCSRVWGTTCTKHP
HIKMVMESGDWLVGGDLQVLEKIR
'WNDGLDQYRLTPLELKQKCKEMNA
DAVFAFQLRNPVHNGHALLMQDTR
RRLLERGYKHPVLLLHPLGGWTKDD
DVPLDWRMKQHAAVLEEGVLDPKS
TIVAIFPSPMLYAGPTEVQWHCRSR
MIAGANFYIVGRDPAGMPHPETKKD
LYEPTHGGKVLSMAPGLTSVEIIPFR
'VAAYNKAKKAMDFYDPARHNEFDFI
SGTRMRKLAREGENPPDGFMAPKA
'WKVLTDYYRSLEKN




