CEEHLQPHQVNIKLQSHLLTEPVKD
HNWRYCPAHHSPLSAFCCPDQQCI
CQDCCQEHSGHTIVSLDAARRDKEA
ELQCTQLDLERKLKLNENAISRLQA
NQKSVLVSVSEVKAVAEMQFGELLA
IAVRKAQANVMLFLEEKEQAALSQA
NGIKAHLEYRSAEMEKSKQELERMA
IAISNTVQFLEEYCKFKNTEDITFPSV
'YVGLKDKLSGIRKVITESTVHLIQLLE
NYKKKLQEFSKEEEYDIRTQVSAVV
QRKYWTSKPEPSTREQFLQYAYDITF
DPDTAHKYLRLQEENRKVTNTTPWE
HPYPDLPSRFLHWRQVLSQQSLYLH
RYYFEVEIFGAGTYVGLTCKGIDRKG
EERNSCISGNNFSWSLQWNGKEFT
IAWYSDMETPLKAGPFRRLGVYIDFP
GGILSFYGVEYDTMTLVHKFACKFS
EPVYAAFWLSKKENAIRIVDLGEEPE
KPAPSLVGTAP

}11;1 iprotKB Entry name |organism [full name joglcnacscore o.glcnac p.h osphorylation PMIDS |[sequence intracellular extracellular |cytosol nucleus mitochndrion em}omasmlc golgi plasma extx:acellular
sites sites reticulum |apparatus membrane region
095361 TRI16_HUMAN |Homo Tripartite [21.366884 NaN S116;S203 28510447 MAELDLMAPGPLPRATAQPPAPLSP [None None None |None None None None None None
sapiens  |motif- DSGSPSPDSGSASPVEEEDVGSSEK
containing LGRETEEQDSDSAEQGDPAGEGKEV
protein 16 LCDFCLDDTRRVKAVKSCLTCMVNY




