}Jl;l iprotKB Entry name |organism full name (oglcnacscore oglcnac p.h osphorylation PMIDS sequence intracellular |extracellular |cytosol nucleus mitochndrion en(.ioplasmlc golgi plasma extr_aw
sites sites reticulum |apparatus membrane regio
095429 BAG4_HUMAN Homo BAG 25.529093 S308 S7 34019948;23301498;40307207;303 [MSALRRSGYGPSDGPSYGRYYGPGG ([True True 5.0 5.0 False False False 5.0 False

sapiens family 97120;39894887 GDVPVHPPPPLYPLRPEPPQPPISWR

molecular VRGGGPAETTWLGEGGGGDGYYPS

chaperone GGAWPEPGRAGGSHQEQPPYPSYN

regulator SNYWNSTARSRAPYPSTYPVRPELQ

4 GQSLNSYTNGAYGPTYPPGPGANTA

SYSGAYYAPGYTQTSYSTEVPSTYRS
SGNSPTPVSRWIYPQQDCQTEAPPL
RGQVPGYPPSQNPGMTLPHYPYGDG
NRSVPQSGPTVRPQEDAWASPGAYG
MGGRYPWPSSAPSAPPGNLYMTEST
SPWPSSGSPQSPPSPPVQQPKDSSYP
'YSQSDQSMNRHNFPCSVHQYESSG
TVNNDDSDLLDSQVQYSAEPQLYGN
ATSDHPNNQDQSSSLPEECVPSDES
TPPSIKKIIHVLEKVQYLEQEVEEFVG
KKTDKAYWLLEEMLTKELLELDSVE
TGGQDSVRQARKEAVCKIQAILEKLE
KKGL




