UniprotkB Entry name |organism full oglcnacscore oglcnac p.h osphorylation PMIDS |[sequence intracellular extracellular cytosol nucleus mitochndrion enc.loplasnuc golgi plasma extl."acellular
ID name sites sites reticulum apparatus membrane [region
095600 KLF8_HUMAN Homo Krueppel-|26.75988 NaN NaN 29485866 MVDMDKLINNLEVQLNSEGGSMQV |None None None [None None None None None None
sapiens like FKQVTASVRNRDPPEIEYRSNMTSP
factor 8 TLLDANPMENPALFNDIKIEPPEELL

ASDFSLPQVEPVDLSFHKPKAPLQPA
SMLQAPIRPPKPQSSPQTLVVSTSTS
DMSTSANIPTVLTPGSVLTSSQSTGS
QQILHVIHTIPSVSLPNKMGGLKTIP
VVVQSLPMVYTTLPADGGPAAITVPL
IGGDGKNAGSVKVDPTSMSPLEIPS
DSEESTIESGSSALQSLQGLQQEPAA
MAQMQGEESLDLKRRRIHQCDFAG
CSKVYTKSSHLKAHRRIHTGEKPYK
CTWDGCSWKFARSDELTRHFRKHT
GIKPFRCTDCNRSFSRSDHLSLHRR
RHDTM




