
UniprotKB
ID Entry	name organism full	name oglcnacscore oglcnac

sites phosphorylation	sites PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion endoplasmic
reticulum

golgi
apparatus

0

O95671 ASML_HUMAN Homo
sapiens

Probable	bifunctional	dTTP/UTP
pyrophosphatase/methyltransferase
protein

24.105182 NaN S21;S228;T234;S239;S421 35132862;23301498;28510447 MVLCPVIGKLLHKRVVLASASPRRQ
EILSNAGLRFEVVPSKFKEKLDKASF
ATPYGYAMETAKQKALEVANRLYQK
DLRAPDVVIGADTIVTVGGLILEKPVD
KQDAYRMLSRLSGREHSVFTGVAIV
HCSSKDHQLDTRVSEFYEETKVKFS
ELSEELLWEYVHSGEPMDKAGGYGI
QALGGMLVESVHGDFLNVVGFPLN
HFCKQLVKLYYPPRPEDLRRSVKHD
SIPAADTFEDLSDVEGGGSEPTQRDA
GSRDEKAEAGEAGQATAEAECHRTR
ETLPPFPTRLLELIEGFMLSKGLLTA
CKLKVFDLLKDEAPQKAADIASKVDA
SACGMERLLDICAAMGLLEKTEQGY
SNTETANVYLASDGEYSLHGFIMHN
NDLTWNLFTYLEFAIREGTNQHHRA
LGKKAEDLFQDAYYQSPETRLRFMR
AMHGMTKLTACQVATAFNLSRFSS
ACDVGGCTGALARELAREYPRMQVT
VFDLPDIIELAAHFQPPGPQAVQIHF
AAGDFFRDPLPSAELYVLCRILHDW
PDDKVHKLLSRVAESCKPGAGLLLV
ETLLDEEKRVAQRALMQSLNMLVQ
TEGKERSLGEYQCLLELHGFHQVQV
VHLGGVLDAILATKVAP

None None None None None None None


