UniprotkB Entry name organism [full name oglcnacscore o-glcnac p.h osphorylation PMIDS sequence intracellular extracellular cytosol nucleus jmitochndrion enc:!oplasmlc golgi plasma extx:acellulal
ID sites  |[sites reticulum |apparatus membrane region
095758 PTBP3_HUMAN |Homo Polypyrimidine [29.710283 NaN S17;T127;T138;5454 [40914422;34019948 MDGVVTDLITVGLKRGSDELLSSGII [True False 1.922 [4.285 |1.406 1.023 0.716 1.963 1.374

sapiens

tract-binding
protein 3

NGPFTMNSSTPSTANGNDSKKFKR
DRPPCSPSRVLHLRKIPCDVTEAEIIS
LGLPFGKVTNLLMLKGKSQAFLEMA
SEEAAVTMVNYYTPITPHLRSQPVYI
QYSNHRELKTDNLPNQARAQAALQ
IAVSAVQSGSLALSGGPSNEGTVLPG
QSPVLRIIIENLFYPVTLEVLHQIFSK
FGTVLKIITFTKNNQFQALLQYADPV
NAHYAKMALDGQNIYNACCTLRIDF
SKLTSLNVKYNNDKSRDFTRLDLPT
GDGQPSLEPPMAAAFGAPGIISSPYA
GAAGFAPAIGFPQATGLSVPAVPGAL
GPLTITSSAVIGRMAIPGASGIPGNS
VLLVTNLNPDLITPHGLFILFGVYGD
VHRVKIMFNKKENALVQMADANQA
QLAMNHLSGQRLYGKVLRATLSKH
QAVQLPREGQEDQGLTKDFSNSPLH
RFKKPGSKNFQNIFPPSATLHLSNIP
PSVTVDDLKNLFIEAGCSVKAFKFFQ
KDRKMALIQLGSVEEAIQALIELHNH
DLGENHHLRVSFSKSTI




