UniprotkB Entry name |organism full loglcnacscore oglcnac p.h osphorylation PMIDS sequence intracellular |extracellular [cytosol nucleus mitochndrion em?oplasmlc golgi ! extl:acellular
1D name sites sites reticulum apparatus membrane [region
095777 LSM8 HUMAN Homo U6 31.046516 T26 NaN 25367160;40596516 [MTSALENYINRTVAVITSDGRMIVGT (True False 2.749 5.0 0.703 0.422 False False False
sapiens  |SnRNA- LKGFDQTINLILDESHERVFSSSQGV
associated EQVVLGLYIVRGDNVAVIGEIDEETD
Sm-like SALDLGNIRAEPLNSVAH
protein
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