endoplasmic |golgi [plasma extracelluli

UniprotKB Entry name organism full oglcnacscore o_glcnac phosphorylation sites PMIDS |[sequence intracellular extracellular|cytosol nucleus mitochndrion . .
ID name sites reticulum |apparatus membrane region
095810 CAVN2_HUMAN Homo Caveolae- [19.129548 NaN S27;535;S37;S51;T196;T199;S203;S |34019948 MGEDAAQAEKFQHPGSDMRQEKPS |True True 5.0 4.606 [2.177 1.454 2.072 5.0 1.772
sapiens [|associated 204;S218;5283;5284;S287;5288;S2 SPSPMPSSTPSPSLNLGNTEEAIRDN
protein 2 93;5332;5341;5366;S370;T375;T39 SQVNAVTVLTLLDKLVNMLDAVQE

5;5403 NQHKMEQRQISLEGSVKGIQNDLTK
LSKYQASTSNTVSKLLEKSRKVSAHT
RAVKERMDRQCAQVKRLENNHAQL
LRRNHFKVLIFQEENEIPASVFVKQP
VSGAVEGKEELPDENKSLEETLHTV
DLSSDDDLPHDEEALEDSAEEKVEE
SRAEKIKRSSLKKVDSLKKAFSRQNI
EKKMNKLGTKIVSVERREKIKKSLTS
NHQKISSGKSSPFKVSPLTFGRKKVR
EGESHAENETKSEDLPSSEQMPND
QEEESFAEGHSEASLASALVEGEIAE
EAAEKATSRGSNSGMDSNIDLTIVE
DEEEESVALEQAQKVRYEGSYALTS
EEAERSDGDPVQPAVLQVHQTS




