}11;1 iprotkB Entry name |organism full oglcnacscore o!_;;lcnac p.h osphorylation PMIDS |sequence intracellular [extracellular |cytosol nucleus mitochndrion en('loplasrmc golgi plasma extl:acellular
name sites sites reticulum |apparatus membrane [region
095995 DRC4_HUMAN [Homo Dynein 28.275761 NaN NaN 39894887 IMAPKKKGKKGKAKGTPIVDGLAPED (True True 4.502 [2.948 (0.936 False 4.215 4.49 2.646
sapiens regulatory MSKEQVEEHVSRIREELDREREERN
complex YFQLERDKIHTFWEITRRQLEEKKAE
subunit 4 LRNKDREMEEAEERHQVEIKVYKQK

VKHLLYEHQNNLTEMKAEGTVVMK
LAQKEHRIQESVLRKDMRALKVELK
EQELASEVVVKNLRLKHTEEITRMR
NDFERQVREIEAKYDKKMKMLRDE
LDLRRKTELHEVEERKNGQIHTLMQ
RHEEAFTDIKNYYNDITLNNLALINS
LKEQMEDMRKKEDHLEREMAEVSG
QNKRLADPLQKAREEMSEMQKQLA
NYERDKQILLCTKARLKVREKELKDL
QWEHEVLEQRFTKVQQERDELYRK
FTAAIQEVQQKTGFKNLVLERKLQA
LSAAVEKKEVQFNEVLAASNLDPAA
LTLVSRKLEDVLESKNSTIKDLQYEL
IAQVCKAHNDLLRTYEAKLLAFGIPLD
NVGFKPLETAVIGQTLGQGPAGLVG
TPT




