UniprotKB Entry name organism full oglcnacscore oglcnac p.h osphorylation PMIDS |sequence intracellular |extracellular [cytosol nucleus mitochndrion em}oplasmlc golgi plasma extl:acellular
ID name sites sites reticulum apparatus membrane [region
096018 IAPBA3_HUMAN [Homo lAmyloid- (18.379595 NaN S11;S171;S372 30379171 MDFPTISRSPSGPPAMDLEGPRDILV (False False 3.254 [2.582 1.191 0.964 1.523 3.582 1.326
sapiens |beta A4 PSEDLTPDSQWDPMPGGPGSLSRM

precursor ELDESSLQELVQQFEALPGDLVGPS

protein- PGGAPCPLHIATGHGLASQEIADAH

binding GLLSAEAGRDDLLGLLHCEECPPSQ

family A TGPEEPLEPAPRLLQPPEDPDEDSDS

member PEWVEGASAEQEGSRSSSSSPEPWL

ETVPLVTPEEPPAGAQSPETLASYPA
PQEVPGPCDHEDLLDGVIFGARYLG
STQLVSERNPPTSTRMAQAREAMD
RVKAPDGETQPMTEVDLFVSTKRIK
VLTADSQEAMMDHALHTISYTADIG
CVLVLMARRRLARRPAPQDHGRRLY
KMLCHVFYAEDAQLIAQAIGQAFAA
AYSQFLRESGIDPSQVGVHPSPGAC
HLHNGDLDHFSNSDNCREVHLEKR
RGEGLGVALVESGWGSLLPTAVIAN
LLHGGPAERSGALSIGDRLTAINGTS
LVGLPLAACQAAVRETKSQTSVTLSI
VHCPPVTTAIIHRPHAREQLGFCVED
GIICSLLRGGIAERGGIRVGHRIIEIN
GQSVVATPHARIIELLTEAYGEVHIKT
MPAATYRLLTGQEQPVYL




