UniprotKB Entry name organism ffull oglcnacscore o.glcnac p.h osphorylation PMIDS sequence intracellular [extracellular |cytosol nucleus mitochndrion enc:!oplasmlc golgi plasma extx:ace
ID name sites sites reticulum |apparatus membrane region
096019 IACL6A_HUMAN [Homo Actin- [11.206314 S123 S86;5233 34229054;33214551;40596516;386 |MSGGVYGGDEVGALVFDIGSYTVRA [True False 3.873 [5.0 1.477 0.878 False 4.26 1.194
sapiens like 65916;34725712;40914422;340199 |(GYAGEDCPKVDFPTAIGMVVERDDG
protein 48;28510447;33465208 STLMEIDGDKGKQGGPTYYIDTNAL
6A

RVPRENMEAISPLKNGMVEDWDSF
QAILDHTYKMHVKSEASLHPVLMSE
IAPWNTRAKREKLTELMFEHYNIPAF
FLCKTAVLTAFANGRSTGLILDSGAT
HTTAIPVHDGYVLQQGIVKSPLAGDF
ITMQCRELFQEMNIELVPPYMIASK
EAVREGSPANWKRKEKLPQVTRSW
HNYMCNCVIQDFQASVLQVSDSTYD
EQVAAQMPTVHYEFPNGYNCDFGA
ERLKIPEGLFDPSNVKGLSGNTMLG
IVSHVVTTSVGMCDIDIRPGLYGSVIV
IAGGNTLIQSFTDRLNRELSQKTPPS
MRLKLIANNTTVERRFSSWIGGSILA
SLGTFQQMWISKQEYEEGGKQCVE
RKCP




