UniprotKB Entry name |organism |full name |oglcnacscore oglcnac p.h osphorylation PMIDS |sequence intracellular extracellular |cytosol nucleus mitochndrion en(!oplasmlc golgi plasma extl"acellular

ID sites sites reticulum apparatus membrane region

P00158 CYB_MOUSE Mus Cytochrome [24.474581 NaN NaN 33300544 MTNMRKTHPLFKIINHSFIDLPAPS (True False 2.383 [2.693 5.0 1.905 1.162 3.841 2.083
musculus |b NISSWWNFGSLLGVCLMVQIITGLF

LAMHYTSDTMTAFSSVTHICRDVNY
GWLIRYMHANGASMFFICLFLHVGR
GLYYGSYTFMETWNIGVLLLFAVMA
TAFMGYVLPWGQMSFWGATVITNL
LSAIPYIGTTLVEWIWGGFSVDKATL
TRFFAFHFILPFIIAALAIVHLLFLHE
TGSNNPTGLNSDADKIPFHPYYTIKD
ILGILIMFLILMTLVLFFPDMLGDPD
NYMPANPLNTPPHIKPEWYFLFAYAI
LRSIPNKLGGVLALILSILILALMPFL
HTSKQRSLMFRPITQILYWILVANLL
ILTWIGGQPVEHPFIIIGQLASISYFSII

LILMPISGIIEDKMLKLYP




