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65916;40914422;34019948

FLLLLPEPAALTRALSRAMACRQEP
QPQGPPPAAGAVASYDYLVIGGGSG
GLASARRAAELGARAAVVESHKLGG
TCVNVGCVPKKVMWNTAVHSEFM
HDHADYGFPSCEGKFNWRVIKEKR
DAYVSRLNAIYQNNLTKSHIEIIRGH
IAAFTSDPKPTIEVSGKKYTAPHILIAT
GGMPSTPHESQIPGASLGITSDGFFQ
LEELPGRSVIVGAGYIAVEMAGILSA
LGSKTSLMIRHDKVLRSFDSMISTN
CTEELENAGVEVLKFSQVKEVKKTL
SGLEVSMVTAVPGRLPVMTMIPDVD
CLLWAIGRVPNTKDLSLNKLGIQTD
DKGHIIVDEFQNTNVKGIYAVGDVC
GKALLTPVAIAAGRKLAHRLFEYKED
SKLDYNNIPTVVFSHPPIGTVGLTED
EAIHKYGIENVKTYSTSFTPMYHAVT
KRKTKCVMKMVCANKEEKVVGIHM
QGLGCDEMLQGFAVAVKMGATKAD
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