UniprotKB Entry name |organism full name |oglcnacscore o.glcnac p.h osphorylation PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion enc:!oplasmlc golgi plasma extr-.‘
ID sites sites reticulum |apparatus membrane regi
P00405 COX2_MOUSE [Mus Cytochrome NaN T218 37453647;33300544;36288343;396 [MAYPFQLGLQDATSPIMEELMNFH ([True False 2.246 [2.562 |5.0 2.071 1.225 2.221 2.00!
musculus |c oxidase 27609 DHTLMIVFLISSLVLYIISLMLTTKLT
subunit 2

HTSTMDAQEVETIWTILPAVILIMIAL
PSLRILYMMDEINNPVLTVKTMGHQ
WYWSYEYTDYEDLCFDSYMIPTNDL
KPGELRLLEVDNRVVLPMELPIRMLI
SSEDVLHSWAVPSLGLKTDAIPGRL
NQATVTSNRPGLFYGQCSEICGSNH
SFMPIVLEMVPLKYFENWSASMI




