UniprotKB Entry name |organism [full name oglcnacscore o.glcnac p.h osphorylation PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion enc_loplasmlc golgi plasma ©
ID sites sites reticulum apparatus membrane |r(
P00491 PNPH_HUMAN [Homo Purine 16.138592 NaN S251 34229054;23301498;38665916;347 |MENGYTYEDYKNTAEWLLSHTKHR ([True True 4.694 [3.621 |2.273 1.436 1.13 1.899 4
sapiens |nucleoside 25712;40914422;36580660;340199 |PQVAIICGSGLGGLTDKLTQAQIFDY
phosphorylase 48;35138101;28510447 GEIPNFPRSTVPGHAGRLVFGFLNG

RACVMMQGRFHMYEGYPLWKVTFP
IVRVFHLLGVDTLVVTNAAGGLNPKF
EVGDIMLIRDHINLPGFSGQNPLRG

PNDERFGDRFPAMSDAYDRTMRQR
IALSTWKQMGEQRELQEGTYVMVAG
PSFETVAECRVLQKLGADAVGMSTV
PEVIVARHCGLRVFGFSLITNKVIMD
YESLEKANHEEVLAAGKQAAQKLEQ

FVSILMASIPLPDKAS




