}Jl;l iprotKB Entry name |organism f:;lrlne oglcnacscore joglcnac sites phosp ylation sites PMIDS sequence intracellular |extracellular cytosol nucleus mitochndrion
P00533 EGFR_HUMAN [Homo Epidermal|30.39519 S364;S380;T384;T430;T474;51096 [S229;T678;T693;S695;T869;S991;S (38665916;34019948;33214551;261 [MRPSGTAGAALLALLAALCPASRAL ([True True 4.539 |5.0 False
sapiens |growth 995;T998;T1016;S1026;S1039;T104 (08188;31492838;33465208;403675 |[EEKKVCQGTSNKLTQLGTFEDHFLS
factor 1;S1042;S1064;T1069;S1070;S1071 |22;35289036;30059200;29237092;3 [LQRMFNNCEVVLGNLEITYVQRNYD
receptor ;S1081;T1092;T1110;S1166;T1172; (0962710;39534244;28510447 LSFLKTIQEVAGYVLIALNTVERIPLE

T1197

NLQIIRGNMYYENSYALAVLSNYDA
NKTGLKELPMRNLQEILHGAVRFSN
NPALCNVESIQWRDIVSSDFLSNMS
MDFQNHLGSCQKCDPSCPNGSCW
GAGEENCQKLTKIICAQQCSGRCRG
KSPSDCCHNQCAAGCTGPRESDCLV
CRKFRDEATCKDTCPPLMLYNPTTY
QMDVNPEGKYSFGATCVKKCPRNY
VVTDHGSCVRACGADSYEMEEDGV
RKCKKCEGPCRKVCNGIGIGEFKDS
LSINATNIKHFKNCTSISGDLHILPVA
FRGDSFTHTPPLDPQELDILKTVKEI
TGFLLIQAWPENRTDLHAFENLEIIR
GRTKQHGQFSLAVVSLNITSLGLRSL
KEISDGDVIISGNKNLCYANTINWKK
LFGTSGQKTKIISNRGENSCKATGQV
CHALCSPEGCWGPEPRDCVSCRNV
SRGRECVDKCNLLEGEPREFVENSE
CIQCHPECLPQAMNITCTGRGPDNC
IQCAHYIDGPHCVKTCPAGVMGENN
TLVWKYADAGHVCHLCHPNCTYGC
TGPGLEGCPTNGPKIPSIATGMVGAL
LLLLVVALGIGLFMRRRHIVRKRTLR
RLLQERELVEPLTPSGEAPNQALLRI
LKETEFKKIKVLGSGAFGTVYKGLWI
PEGEKVKIPVAIKELREATSPKANKEI
LDEAYVMASVDNPHVCRLLGICLTS
TVQLITQLMPFGCLLDYVREHKDNI
GSQYLLNWCVQIAKGMNYLEDRRL
VHRDLAARNVLVKTPQHVKITDFGL
IAKLLGAEEKEYHAEGGKVPIKWMAL
ESILHRIYTHQSDVWSYGVTVWELM
TFGSKPYDGIPASEISSILEKGERLPQ
PPICTIDVYMIMVKCWMIDADSRPKF
RELIIEFSKMARDPQRYLVIQGDERM
HLPSPTDSNFYRALMDEEDMDDVV
DADEYLIPQQGFFSSPSTSRTPLLSS
LSATSNNSTVACIDRNGLQSCPIKED
SFLQRYSSDPTGALTEDSIDDTFLPV
PEYINQSVPKRPAGSVQNPVYHNQP
LNPAPSRDPHYQDPHSTAVGNPEYL
NTVQPTCVNSTFDSPAHWAQKGSH
QISLDNPDYQQDFFPKEAKPNGIFK

GSTAENAEYLRVAPQSSEFIGA




