UniprotKB Entry name |organism|full name |oglcnacscore oglcnac p'h osphorylation PMIDS [sequence intracellular extracellular|cytosol nucleus mitochndrion en('ioplasmlc golgi plasma extl:acellular
ID sites sites reticulum apparatus membrane [region
P00742 FA10_ HUMAN [Homo Coagulation [19.129548 NaN NaN 34019948 MGRPLHLVLLSASLAGLLLLGESLFI |False True 2.138 (2.1 1.623 4.359 4.287 4.469 5.0

sapiens [factor X RREQANNILARVTRANSFLEEMKKG

HLERECMEETCSYEEAREVFEDSDK
TNEFWNKYKDGDQCETSPCQNQGK
CKDGLGEYTCTCLEGFEGKNCELFT
RKLCSLDNGDCDQFCHEEQNSVVC
SCARGYTLADNGKACIPTGPYPCGK
QTLERRKRSVAQATSSSGEAPDSIT
WKPYDAADLDPTENPFDLLDFNQTQ
PERGDNNLTRIVGGQECKDGECPW
QALLINEENEGFCGGTILSEFYILTAA
HCLYQAKRFKVRVGDRNTEQEEGG
EAVHEVEVVIKHNRFTKETYDFDIAV
LRLKTPITFRMNVAPACLPERDWAE
STLMTQKTGIVSGFGRTHEKGRQST
RLKMLEVPYVDRNSCKLSSSFIITQN
MFCAGYDTKQEDACQGDSGGPHVT
RFKDTYFVTGIVSWGEGCARKGKYGI
[YTKVTAFLKWIDRSMKTRGLPKAKS
HAPEVITSSPLK




