UniprotkB Entry name |organism full name |oglcnacscore oglcnac p.h osphorylation PMIDS sequence intracellular |extracellular cytosol nucleus mitochndrion en(!oplasmlc golgi plasma extl:acellular
ID sites sites reticulum apparatus membrane [region
P00750 TPA_HUMAN |Homo Tissue-type [32.286981 NaN NaN 40930100;38665916 MDAMKRGLCCVLLLCGAVFVSPSQ (False True 2.856 [2.784 |2.531 2.472 1.866 3.329 5.0

sapiens |plasminogen EIHARFRRGARSYQVICRDEKTQMIY

activator

QQHQSWLRPVLRSNRVEYCWCNSG
RAQCHSVPVKSCSEPRCFNGGTCQ
QALYFSDFVCQCPEGFAGKCCEIDT
RATCYEDQGISYRGTWSTAESGAEC
TNWNSSALAQKPYSGRRPDAIRLGL
GNHNYCRNPDRDSKPWCYVFKAGK
[YSSEFCSTPACSEGNSDCYFGNGSA
IYRGTHSLTESGASCLPWNSMILIGK
IVYTAQNPSAQALGLGKHNYCRNPD
GDAKPWCHVLKNRRLTWEYCDVPS
CSTCGLRQYSQPQFRIKGGLFADIAS
HPWQAAIFAKHRRSPGERFLCGGILI
SSCWILSAAHCFQERFPPHHLTVILG
RTYRVVPGEEEQKFEVEKYIVHKEFD
DDTYDNDIALLQLKSDSSRCAQESS
IVVRTVCLPPADLQLPDWTECELSGY
GKHEALSPFYSERLKEAHVRLYPSSR
CTSQHLLNRTVTDNMLCAGDTRSG
GPQANLHDACQGDSGGPLVCLNDG
RMTLVGIISWGLGCGQKDVPGVYTK
IVTINYLDWIRDNMRP




