UniprotKB Entry name |organism full oglcnacscore o-glcnac ‘p.h osphorylation PMIDS sequence intracellular extracellular (cytosol [nucleus mitochndrion enc}oplasmnc golgi plasma extl:acellular
ID name sites sites reticulum |apparatus membrane region
P00915 CAH1 _HUMAN |Homo Carbonic [31.859622 S130;S218|NaN 24126823;18984734 MASPDWGYDDKNGPEQWSKLYPIA |None None None |None None None None None None
sapiens anhydrase NGNNQSPVDIKTSETKHDTSLKPISV
1 SYNPATAKEIINVGHSFHVNFEDND

NRSVLKGGPFSDSYRLFQFHFHWG
STNEHGSEHTVDGVKYSAELHVAH
'WNSAKYSSLAEAASKADGLAVIGVL
MKVGEANPKLQKVLDALQAIKTKGK
RAPFTNFDPSTLLPSSLDFWTYPGSL
THPPLYESVTWIICKESISVSSEQLAQ
FRSLLSNVEGDNAVPMQHNNRPTQ
PLKGRTVRASF




