UniprotKB Entry name |organism ffull oglcnacscore oglcnac p.h osphorylation PMIDS sequence intracellular extracellular |cytosol nucleus mitochndrion em!oplasmlc golgi plasma eth:acell‘Il
ID name sites sites reticulum |apparatus membrane [region
P00920 CAH2_MOUSE |Mus Carbonic [29.151474 NaN S2;S87;5165 36288343;39927985;37507081 MSHHWGYSKHNGPENWHKDFPIA ([True False 5.0 0.75 False False False 4.0 2.0
musculus [anhydrase NGDRQSPVDIDTATAQHDPALQPLLI
2 SYDKAASKSIVNNGHSFNVEFDDSQ

DNAVLKGGPLSDSYRLIQFHFHWGS
SDGQGSEHTVNKKKYAAELHLVHW
NTKYGDFGKAVQQPDGLAVLGIFLKI
GPASQGLQKVLEALHSIKTKGKRAA
FANFDPCSLLPGNLDYWTYPGSLTT
PPLLECVTWIVLREPITVSSEQMSHF
RTLNFNEEGDAEEAMVDNWRPAQP
LKNRKIKASFK




