UniprotKB Entry name |organism [full name oglcnacscore oglcnac p.h osphorylation PMIDS |sequence intracellular extracellular|cytosol nucleus mitochndrion em:loplasmlc golgi plasma extl:acellular
ID sites sites reticulum apparatus membrane region
P01008 IANT3_HUMAN [Homo |Antithrombin- (17.826004 NaN T63;S68 38665916 [MYSNVIGTVTSGKRKVYLLSLLLIGF |False True 2.934 [2.204 |1.91 4.38 1.558 4.491 5.0

sapiens  [III IWDCVTCHGSPVDICTAKPRDIPMNP

MCIYRSPEKKATEDEGSEQKIPEATN
RRVWELSKANSRFATTFYQHLADSK
NDNDNIFLSPLSISTAFAMTKLGAC
NDTLQQLMEVFKFDTISEKTSDQIH
FFFAKLNCRLYRKANKSSKLVSANR
LFGDKSLTFNETYQDISELVYGAKLQ
PLDFKENAEQSRAAINKWVSNKTEG
RITDVIPSEAINELTVLVLVNTIYFKG
LWKSKFSPENTRKELFYKADGESCS
IASMMYQEGKFRYRRVAEGTQVLELP
FKGDDITMVLILPKPEKSLAKVEKEL
TPEVLQEWLDELEEMMLVVHMPRF
RIEDGFSLKEQLQDMGLVDLFSPEK
SKLPGIVAEGRDDLYVSDAFHKAFLE
IVNEEGSEAAASTAVVIAGRSLNPNR
IVTFKANRPFLVFIREVPLNTIIFMGR
IVANPCVK




