UniprotkB Entry name |organism full name oglcnacscore o?lcnac p.h osphorylation PMIDS sequence intracellular extracellular |cytosol nucleus mitochndrion en(.ioplasmlc golgi plasma extr.acellular
1D sites  [sites reticulum |apparatus membrane [region
P01019 IANGT_HUMAN [Homo lAngiotensinogen |27.461863 $8;S16 |[NaN 30620550;38253038 MAPAGVSLRATILCLLAWAGLAAGD (True True 4.694 |3.62 3.621 3.241 2.15 3.527 4.793

sapiens

RVYTHPFHLVIHNESTCEQLAKANA
GKPKDPTFIPAPIQAKTSPVDEKALQ
DQLVLVAAKLDTEDKLRAAMVGML
IANFLGFRIYGMHSELWGVVHGATVL
SPTAVFGTLASLYLGALDHTADRLQA
ILGVPWKDKNCTSRLDAHKVLSALQ
IAVQGLLVAQGRADSQAQLLLSTVVG
VFTAPGLHLKQPFVQGLALYTPVVLP
RSLDFTELDVAAEKIDRFMQAVTGW
KTGCSLMGASVDSTLAFNTYVHFQG
KMKGFSLLAEPQEFWVDNSTSVSVP
MLSGMGTFQHWSDIQDNFSVTQVP
FTESACLLLIQPHYASDLDKVEGLTF
QQNSLNWMKKLSPRTIHLTMPQLV
LQGSYDLQDLLAQAELPAILHTELNL
QKLSNDRIRVGEVLNSIFFELEADER
EPTESTQQLNKPEVLEVTLNRPFLFA
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