UniprotKB Entry name [organism full name |oglcnacscore o-glcnac phosphorylation sites PMIDS sequence intracellular [extracellular |cytosol [nucleus mitochndrion enc!oplasmlc golgi plasma oX
ID sites reticulum apparatus membrane |re
P01024 CO3_HUMAN [Homo Complement|22.502182 NaN S38;570;S297;5303;5672;5S968;S13 |30397120;38665916 MGPTSGPSLLLLLLTHLPLALGSPM |False True 3.599 [3.457 [2.542 4.574 1.736 4.709 5.1

sapiens

C3

21;S1573

YSIITPNILRLESEETMVLEAHDAQG
DVPVTVTVHDFPGKKLVLSSEKTVLT
PATNHMGNVTFTIPANREFKSEKGR
NKFVTVQATFGTQVVEKVVLVSLQS
GYLFIQTDKTIYTPGSTVLYRIFTVNH
KLLPVGRTVMVNIENPEGIPVKQDSL
SSQNQLGVLPLSWDIPELVNMGQW
KIRAYYENSPQQVFSTEFEVKEYVLP
SFEVIVEPTEKFYYIYNEKGLEVTITA
RFLYGKKVEGTAFVIFGIQDGEQRIS
LPESLKRIPIEDGSGEVVLSRKVLLD
GVQNPRAEDLVGKSLYVSATVILHS
GSDMVQAERSGIPIVTSPYQIHFTKT
PKYFKPGMPFDLMVFVTNPDGSPAY
RVPVAVQGEDTVQSLTQGDGVAKLS
INTHPSQKPLSITVRTKKQELSEAEQ
IATRTMQALPYSTVGNSNNYLHLSVL
RTELRPGETLNVNFLLRMDRAHEAK
IRYYTYLIMNKGRLLKAGRQVREPGQ
DLVVLPLSITTDFIPSFRLVAYYTLIGA
SGQREVVADSVWVDVKDSCVGSLVV
KSGQSEDRQPVPGQQMTLKIEGDH
GARVVLVAVDKGVFVLNKKNKLTQS
KIWDVVEKADIGCTPGSGKDYAGVF
SDAGLTFTSSSGQQTAQRAELQCPQ
PAARRRRSVQLTEKRMDKVGKYPKE
LRKCCEDGMRENPMRFSCQRRTRF
ISLGEACKKVFLDCCNYITELRRQHA
RASHLGLARSNLDEDIIAEENIVSRS
EFPESWLWNVEDLKEPPKNGISTKL
MNIFLKDSITTWEILAVSMSDKKGIC
VADPFEVTVMQDFFIDLRLPYSVVR
NEQVEIRAVLYNYRQNQELKVRVEL
LHNPAFCSLATTKRRHQQTVTIPPKS
SLSVPYVIVPLKTGLQEVEVKAAVYH
HFISDGVRKSLKVVPEGIRMNKTVA
VRTLDPERLGREGVQKEDIPPADLSD
QVPDTESETRILLQGTPVAQMTEDA
VDAERLKHLIVTPSGCGEQNMIGMT
PTVIAVHYLDETEQWEKFGLEKRQG
ALELIKKGYTQQLAFRQPSSAFAAFV
KRAPSTWLTAYVVKVFSLAVNLIAID
SQVLCGAVKWLILEKQKPDGVFQED
IAPVIHQEMIGGLRNNNEKDMALTA
FVLISLQEAKDICEEQVNSLPGSITKA
GDFLEANYMNLQRSYTVAIAGYALA
QMGRLKGPLLNKFLTTAKDKNRWE
DPGKQLYNVEATSYALLALLQLKDF
DFVPPVVRWLNEQRYYGGGYGSTQA
TFMVFQALAQYQKDAPDHQELNLD
VSLQLPSRSSKITHRIHWESASLLRS
EETKENEGFTVTAEGKGQGTLSVVT
MYHAKAKDQLTCNKFDLKVTIKPAP
ETEKRPQDAKNTMILEICTRYRGDQ
DATMSILDISMMTGFAPDTDDLKQL
IANGVDRYISKYELDKAFSDRNTLIIYL
DKVSHSEDDCLAFKVHQYFNVELIQ
PGAVKVYAYYNLEESCTRFYHPEKE
DGKLNKLCRDELCRCAEENCFIQKS
DDKVTLEERLDKACEPGVDYVYKTR
LVKVQLSNDFDEYIMAIEQTIKSGSD
EVQVGQQRTFISPIKCREALKLEEKK
HYLMWGLSSDFWGEKPNLSYIIGKD
TWVEHWPEEDECQDEENQKQCQD

LGAFTESMVVFGCPN




