UniprotKB Entry name |organism full oglcnacscore oglcnac p.h osphorylation PMIDS sequence intracellular |extracellular |cytosol nucleus mitochndrion em!oplasmlc golgi I extx:acellular
ID name sites sites reticulum |apparatus| membrane region
P01112 RASH_HUMAN [Homo GTPase |34.307739 T35 NaN 36580660;40596516;22665487 MTEYKLVVVGAGGVGKSALTIQLIQN [True True 4.576 |5.0 0.469 4.0 5.0 5.0 False

sapiens HRas HFVDEYDPTIEDSYRKQVVIDGETCL

LDILDTAGQEEYSAMRDQYMRTGEG
FLCVFAINNTKSFEDIHQYREQIKRV
KDSDDVPMVLVGNKCDLAARTVES
RQAQDLARSYGIPYIETSAKTRQGVE
DAFYTLVREIRQHKLRKLNPPDESGP
GCMSCKCVLS




