UniprotKB Entry name organism [full name oglcnacscore o.glcnac p.h osphorylation PMIDS sequence intracellular |extracellular |cytosol nucleus mitochndrion enc_loplasmlc golgi plasma
ID sites sites reticulum apparatus | membrane
P01876 IGHA1 HUMAN [Homo Immunoglobulin [25.843054 S268 NaN 30397120;26853435;33608772;386 |ASPTSPKVFPLSLCSTQPDGNVVIAC [None None None [None None None None None

sapiens

heavy constant
alpha 1

65916

LVQGFFPQEPLSVTWSESGQGVTAR
NFPPSQDASGDLYTTSSQLTLPATQC
LAGKSVTCHVKHYTNPSQDVTVPCP
VPSTPPTPSPSTPPTPSPSCCHPRLSL
HRPALEDLLLGSEANLTCTLTGLRD
ASGVTFTWTPSSGKSAVQGPPERDL
CGCYSVSSVLPGCAEPWNHGKTFTC
TAAYPESKTPLTATLSKSGNTFRPEV
HLLPPPSEELALNELVTLTCLARGFS
PKDVLVRWLQGSQELPREKYLTWAS
RQEPSQGTTTFAVTSILRVAAEDWK
KGDTFSCMVGHEALPLAFTQKTIDR
LADWQMPPPYVVLDLPQETLEEETP
GANLWPTTITFLTLFLLSLFYSTALTV
TSVRGPSGNREGPQY




