endoplasmic |golgi plasma extracellular

UniprotKB Entry name |organism full loglcnacscore oglcnac p.h osphorylation PMIDS |[sequence intracellular extracellular [cytosol nucleus mitochndrion . .
ID name sites sites reticulum apparatus membrane [region
P01878 IGHA _MOUSE |Mus Ig 25.810548 NaN NaN 29187734 [ESARNPTIYPLTLPPALSSDPVIIGCLI |[None None None [None None None None None None
musculus |alpha HDYFPSGTMNVTWGKSGKDITTVN
chain FPPALASGGRYTMSNQLTLPAVECP
C EGESVKCSVQHDSNPVQELDVNCS
region GPTPPPPITIPSCQPSLSLQRPALEDL

LLGSDASITCTLNGLRNPEGAVFTW
EPSTGKDAVQKKAVQNSCGCYSVSS
VLPGCAERWNSGASFKCTVTHPESG
TLTGTIAKVTVNTFPPQVHLLPPPSE
ELALNELLSLTCLVRAFNPKEVLVR
WLHGNEELSPESYLVFEPLKEPGEG
ATTYLVTSVLRVSAETWKQGDQYSC
MVGHEALPMNFTQKTIDRLSGKPT
NVSVSVIMSEGDGICY




