UniprotKB Entry name organism [full name |oglcnacscore oglcnac p‘h osphorylation PMIDS [sequence intracellular |extracellular cytosol nucleus mitochndrion enc‘loplasmm golgi plasma extr.'acellular
ID sites sites reticulum apparatus membrane region
P01882 IGHDM_MOUSE |Mus Ig delta 25.810548 NaN NaN 29187734|DKKEPDMFLLSECKAPEENEKINLG [None None None |None None None None None None
musculus |chain C CLVIGSQPLKISWEPKKSSIVEHVFP

region SEMRNGNYTMVLQVTVLASELNLN

membrane- HTCTINKPKRKEKPFKFPESWDSQS

bound SKRVTPTLQAKNHSTEATKAITTKKD

form IEGAMAPSNLTVNILTTSTHPEMSS

'WLLCEVSGFFPENIHLMWLGVHSK
MKSTNFVTANPTAQPGGTFQTWSV
LRLPVALSSSLDTYTCVVEHEASKTK
LNASKSLAISGIVNTIQHSCIMDEQS
DSYMDLEEENGLWPTMCTFVALFL
LTLLYSGFVTFIKVK




