UniprotKB Entry name |organism [full name oglcnacscore oglcnac p.h osphorylation PMIDS |[sequence intracellular |extracellular |cytosol nucleus mitochndrion enc}oplasmlc golgi [plasma extl:acellular
ID sites sites reticulum apparatus [ membrane [region
P01899 HA11_MOUSE Mus H-2 class I 25.810548 NaN S353;S356 29187734 MGAMAPRTLLLLLAAALAPTQTRAG |False True 2.134 [2.277 [2.064 4.422 1.462 5.0 4.144
musculus |histocompatibility PHSMRYFETAVSRPGLEEPRYISVGY
antigen, D-B VDNKEFVRFDSDAENPRYEPRAPW

alpha chain

MEQEGPEYWERETQKAKGQEQWFR
VSLRNLLGYYNQSAGGSHTLQQMS
GCDLGSDWRLLRGYLQFAYEGRDYI
ALNEDLKTWTAADMAAQITRRKWE
QSGAAEHYKAYLEGECVEWLHRYLK
NGNATLLRTDSPKAHVTHHPRSKGE
VTLRCWALGFYPADITLTWQLNGEE
LTQDMELVETRPAGDGTFQKWASV
VVPLGKEQNYTCRVYHEGLPEPLTL
RWEPPPSTDSYMVIVAVLGVLGAMA
IIGAVVAFVMKRRRNTGGKGGDYAL
APGSQSSEMSLRDCKA




