UniprotkB Entry name |organism [full name |oglcnacscore o-glcnac p.h osphorylation PMIDS sequence intracellular extracellular |cytosol nucleus mitochndrion enc:!oplasmlc golgi plasma extx:acel]
ID sites  |sites reticulum |apparatus membrane region
P02088 HBB1_MOUSE Mus Hemoglobin|26.990423 NaN S21;S45;S51;T124|37453647;39627609;36288343 MVHLTDAEKAAVSCLWGKVNSDEV [True True 5.0 3.187 [1.965 1.631 1.506 2.167

musculus

subunit
beta-1

GGEALGRLLVVYPWTQRYFDSFGDL
SSASAIMGNAKVKAHGKKVITAFND

GLNHLDSLKGTFASLSELHCDKLHV
DPENFRLLGNMIVIVLGHHLGKDFT

PAAQAAFQKVVAGVATALAHKYH

4.471




