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Entry name [organism oglcnacscore o'glcnac phosphorylation sites PMIDS |[sequence intracellular |extracellular cytosol nucleus mitochndrion em!oplasmlc golgi plasma extl:acellular
ID name sites reticulum apparatus  membrane region
P02301 H3C_MOUSE Mus Histone [24.474581 NaN T4;T7;S11;T12;S29;S32;T42;S58;T8 33300544 | MALTKQTARKSTGGKAPRKQLATKA |None None None (None None None None None None
musculus |H3.3C 1;S87;T108 TRKSAPSTGGVKKPHRYRPGTVALR
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