endoplasmic [golgi plasma ext

UniprotKB Entry name organism ffull oglcnacscore o.glcnac p.h osphorylation PMIDS sequence intracellular extracellular|cytosol nucleus mitochndrion N
ID name sites sites reticulum |apparatus membrane reg
P02511 CRYAB_HUMAN |Homo Alpha-  |50.342885 T162;T170|S19;S45;S59 29385708;30379171;31492838;286 |MDIAIHHPWIRRPFFPFHSPSRLFD (None None None [None [None None None None No1
sapiens crystallin 57654;33723378;1730617;2327173 |QFFGEHLLESDLFPTSTSLSPFYLRP
B chain 4;8639509;35254053 PSFLRAPSWFDTGLSEMRLEKDRFS
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GKHEERQDEHGFISREFHRKYRIPA
DVDPLTITSSLSSDGVLTVNGPRKQV
SGPERTIPITREEKPAVTAAPKK




