UniprotkB Entry name |organism full name oglcnacscore oglcnac p'h osphorylation PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion wem'.loplasmlc golgi plasma extl:acellular
ID sites sites reticulum apparatus  membrane region
P03911 NU4M_MOUSE Mus NADH- 24.048659 NaN NaN 33300544;37507081 MLKIILPSLMLLPLTWLSSPKKTWTN |True False 2.08 2.426  |4.602 2.064 0.832 3.53 1.798
musculus [ubiquinone 'VITSYSFLISLTSLTLLWQTDENYKNF
oxidoreductase SNMFSSDPLSTPLIILTAWLLPLMLM
chain 4 ASQNHLKKDNNVLQKLYISMLISLQI

LLIMTFSATELIMFYILFEATLIPTLIII
TRWGNQTERLNAGIYFLFYTLIGSIP
LLIALILIQNHVGTLNLMILSFTTHTL
DASWSNNLLWLACMMAFLIKMPLY
GVHLWLPKAHVEAPIAGSMILAAILL
KLGSYGMIRISIILDPLTKYMAYPFIL
LSLWGMIMTSSICLRQTDLKSLIAYS
SVSHMALVIASIMIQTPWSFMGATM
LMIAHGLTSSLLFCLANSNYERIHSR
TMIMARGLQMVFPLMATWWLMAS
LANLALPPSINLMGELFITMSLFSWS
NFTIILMGINIITGMYSMYMIITTQR
GKLTNHMINLQPSHTRELTLMALH
MIPLILLTTSPKLITGLTM




