UniprotKB Entry name organism full oglcnacscore oglcnac p.h osphorylation PMIDS [sequence intracellular extracellular [cytosol nucleus imitochndrion ent!oplasmlc golgi plasma extl:acellular
1D name sites sites reticulum apparatus membrane [region
P03987 IGHG3_MOUSE |Mus Ig 38.223321 NaN NaN 40997131 TTTAPSVYPLVPGCSDTSGSSVTLGC [NaN NaN NaN NaN NaN NaN NaN NaN None
musculus |gamma- LVKGYFPEPVTVKWNYGALSSGVRT
3 chain IVSSVLQSGFYSLSSLVTVPSSTWPSQ
TVICNVAHPASKTELIKRIEPRIPKPS
region TPPGSSCPPGNILGGPSVFIFPPKPK

DALMISLTPKVTCVVVDVSEDDPDV
HVSWFVDNKEVHTAWTQPREAQYN
STFRVVSALPIQHQDWMRGKEFKCK
IVNNKALPAPIERTISKPKGRAQTPQV
IYTIPPPREQMSKKKVSLTCLVTNFFS
EAISVEWERNGELEQDYKNTPPILDS
DGTYFLYSKLTVDTDSWLQGEIFTCS
VVHEALHNHHTQKNLSRSPELELN
ETCAEAQDGELDGLWTTITIFISLFLL
SVCYSASVTLFKVKWIFSSVVQVKQT
AIPDYRNMIGQGA




