UniprotKB Entry name |organism full name |oglcnacscore oglcnac p.h osphorylation PMIDS sequence intracellular extracellular |cytosol nucleus mitochndrion em!oplasmlc golgi I em:

ID sites sites reticulum |apparatus membrane regi

P04104 K2C1_MOUSE |Mus Keratin, 38.601081 NaN S21;S24;567;S352 [22645316;34887587;37453647;396 [MSLQCSSRSLCRGGGGSRNFSSGSA [False True 3.131 |(3.083 [1.882 1.505 1.428 5.0 2.08
musculus |type II 27609;36064721 GLVSFQRRSTSSSMRRSGGGGGGRF

cytoskeletal
1

SGGGFCGSSGSGFGSKSLMNLGGG
RSISKSVAGGGGSFCGGFGGGSYGG
GGFGGGSYGGGGFGGGSFGGGGFG
GSGFGGGLGGGGGFGSGGGFGGGR
FGSMGPVCPPGGIQEVTINQSLLQPL
NVEVDPQIQKVKSQEREQIKSLNDK
FASFIDKVRFLEQQNQVLQTKWELL
QQVDTTTRTQNLDPFFENYISILRRK
VDSLKSDQSRMDSELKNMQDLVEE
YRTKYEDEINKRTNAENEFVTIKKDV
DSAYMTKVELQAKADALQQDIDFES
IALYQMEMSQMQTQISETNVVLSMD
NNRSLDLDGIISEVKAQYDSICQRSK
IAEAETFYQSKYEELQITAGKHGDSVR
NTKMEISELNRMIQRLRSEIDGCKK
QISQIQQNINDAEQRGEKALKDAQN
KLNEIEDALSQCKEDLARLLRDFQE
LMNTKLALDMEIATYKKLLEGEEIR
MSGECTPNVSVSVSTSHTSMSGSSS
RGGGSGGGRYGGGGSYGGGSGGGS
YGGSSGGGGSGGSYGGGSGGGSYG
GGSGGGSSGSHRGGSGGGGGSSGG
SYGGSSGGGRGGSSSGGGGVKSSGS
STVKFVSTSYSRGTK




