}Jl;l iprotKB Entry name lorganism full oglcnacscore o_glcnac p.h osphorylation PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion en(_ioplasmlc golgi plasnia extr_acellu]
name sites sites reticulum pparatus ane [region
P04117 FABP4_MOUSE Mus Fatty 29.151474 NaN S13;T20 36288343;39927985;37507081 MCDAFVGTWKLVSSENFDDYMKEV (True False 2.902 [5.0 False False False False False
musculus |acid- GVGFATRKVAGMAKPNMIISVNGDL
binding IVTIRSESTFKNTEISFKLGVEFDEITA
protein, DDRKVKSIITLDGGALVQVQKWDGK
adipocyte STTIKRKRDGDKLVVECVMKGVTST
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