UniprotKB Entry name (organism [full name oglcnacscore oglcnac b yiation phvips sequence intracellular extracellular cytosol nucleus mitochndrion . ic|golgi plasma

ID sites sites reticulum apparatus membrar

P04181 OAT_HUMAN [Homo Ornithine 19.049062 S321;T322[NaN 34725712;37217939;38665916;328 |MFSKLAHLQRFAVLSRGVHSSVASA [True False 2.1 4.376  |5.0 1.57 1.188 2.041
sapiens |aminotransferase, 70666;32119511;39302247;233014 [TSVATKKTVQGPPTSDDIFEREYKYG

mitochondrial

98

AHNYHPLPVALERGKGIYLWDVEGR
KYFDFLSSYSAVNQGHCHPKIVNAL
KSQVDKLTLTSRAFYNNVLGEYEEYI
TKLENYHKVLPMNTGVEAGETACKL
ARKWGYTVKGIQKYKAKIVFAAGNF
'WGRTLSAISSSTDPTSYDGFGPFMP
GFDIIPYNDLPALERALQDPNVAAFM
IVEPIQGEAGVVVPDPGYLMGVRELC
TRHQVLFIADEIQTGLARTGRWLAV
DYENVRPDIVLLGKALSGGLYPVSAV
LCDDDIMLTIKPGEHGSTYGGNPLG
CRVAIAALEVLEEENLAENADKLGII
LRNELMKLPSDVVTAVRGKGLLNAI
IVIKETKDWDAWKVCLRLRDNGLLAK
PTHGDIIRFAPPLVIKEDELRESIEIIN
KTILSF




