UniprotKB Entry organism full oglcnacscore oglcnac p.h osphorylation PMIDS sequence intracellular lextracellular cytosol [nucleus mitochndrion em?oplasmlc golgi plasma extr‘acellular

ID name name sites sites reticulum apparatus membrane region

P04785 PDIA1 RAT |Rattus Protein 34.95058 NaN S333;S359;S429 |18047804;34502162 MLSRALLCLALAWAARVGADALEEE [True True 4.394 |1.922 2.509 4.791 2.269 4.381 2.414
norvegicus |disulfide- DNVLVLKKSNFAEALAAHNYLLVEF

isomerase

'YAPWCGHCKALAPEYAKAAAKLKAE
GSEIRLAKVDATEESDLAQQYGVRG
'YPTIKFFKNGDTASPKEYTAGREADD
IVNWLKKRTGPAATTLSDTAAAESLV
DSSEVTVIGFFKDAGSDSAKQFLLAA
EAVDDIPFGITSNSDVFSKYQLDKDG
IVVLFKKFDEGRNNFEGEITKEKLLD
FIKHNQLPLVIEFTEQTAPKIFGGEIK
THILLFLPKSVSDYDGKLSNFKKAAE
GFKGKILFIFIDSDHTDNQRILEFFGL
KKEECPAVRLITLEEEMTKYKPESDE
LTAEKITQFCHHFLEGKIKPHLMSQ
ELPEDWDKQPVKVLVGKNFEEVAF
DEKKNVFVEFYAPWCGHCKQLAPI
WDKLGETYKDHENIVIAKMDSTANE
VEAVKVHSFPTLKFFPASADRTVIDY
NGERTLDGFKKFLESGGQDGAGDN
DDLDLEEALEPDMEEDDDQKAVKD
EL




