}Jl;l iprotKB Entry name |organism [full name |oglcnacscore |oglcnac sites phosphorylation |,y sequence intracellular |extracellular [cytosol [nucleus mitochndrion | .. golgi E
sites reticulum  |apparatus [t
P04899 GNAI2_HUMAN [Homo Guanine 17.654443 S6;S16;S111;T113;S125|NaN 25367160;33214551;40596516;386 |MGCTVSAEDKAAAERSKMIDKNLRE [True True 4.773 |4.551 1.748 1.361 0.989 4
sapiens [nucleotide- 65916;34725712;40914422;351328 |DGEKAAREVKLLLLGAGESGKSTIVK
binding 62;39302247;34019948;29351928 |QMKIIHEDGYSEEECRQYRAVVYSN
protein 'TIQSIMAIVKAMGNLQIDFADPSRAD
G(i) DARQLFALSCTAEEQGVLPDDLSGVI
subunit RRLWADHGVQACFGRSREYQLNDS
alpha-2 AAYYLNDLERIAQSDYIPTQQDVLRT

RVKTTGIVETHFTFKDLHFKMFDVG
GQRSERKKWIHCFEGVTAIIFCVALS
AYDLVLAEDEEMNRMHESMKLFDS
ICNNKWFTDTSIILFLNKKDLFEEKI
THSPLTICFPEYTGANKYDEAASYIQ
SKFEDLNKRKDTKEIYTHFTCATDTK

NVQFVFDAVTDVIIKNNLKDCGLF




