UniprotKB Entry name |organism full oglcnacscore oglcnac p.h osphorylation PMIDS |[sequence intracellular [extracellular cytosol nucleus mitochndrion em?oplasmlc golgi plasma extr‘acellular
ID name sites sites reticulum apparatus membrane [region
P04925 PRIO MOUSE |Mus Major [24.474581 NaN NaN 33300544 MANLGYWLLALFVTMWTDVGLCKK (False True 3.748 [3.856 |3.094 5.0 5.0 5.0 3.147
musculus |prion RPKPGGWNTGGSRYPGQGSPGGNR
protein YPPQGGTWGQPHGGGWGQPHGGS

WGQPHGGSWGQPHGGGWGQGGG
THNQWNKPSKPKTNLKHVAGAAAA
GAVVGGLGGYMLGSAMSRPMIHFG
NDWEDRYYRENMYRYPNQVYYRPV
DQYSNQNNFVHDCVNITIKQHTVTT
TTKGENFTETDVKMMERVVEQMCV
TQYQKESQAYYDGRRSSSTVLFSSPP
IVILLISFLIFLIVG




