UniprotKB Entry name organism (full name |oglcnacscore o'glcnac p.h osphorylation PMIDS sequence intracellular extracellular |cytosol nucleus mitochndrion ent.loplasmlc golgi plasma extl:acellular
ID sites sites reticulum apparatus membrane region
P05063 IALDOC_MOUSE Mus Fructose- 32.500374 S309 IT5;S36;S39;S45 |34418053;40684658 MPHSYPALSAEQKKELSDIALRIVTP |False False 2.561 |1.5 4.0 False False False False
musculus |bisphosphate GKGILAADESVGSMAKRLSQIGVEN
aldolase C TEENRRLYRQVLFSADDRVKKCIGG

VIFFHETLYQKDDNGVPFVRTIQDKG
ILVGIKVDKGVVPLAGTDGETTTQGL
DGLLERCAQYKKDGADFAKWRCVL
KISDRTPSALAILENANVLARYASICQ
QNGIVPIVEPEILPDGDHDLKRCQYV
TEKVLAAVYKALSDHHVYLEGTLLKP
NMVTPGHACPIKYSPEEIAMATVTAL
RRTVPPAVPGVTFLSGGQSEEEASL
NLNAINRCPLPRPWALTFSYGRALQ
IASALNAWRGQRDNAGAATEEFIKRA
EMNGLAAQGRYEGSGDGGAAAQSL
[YIANHAY




