UniprotKB

Entry name organism full name |oglcnacscore oglcnac phosphorylation sites PMIDS sequence intracellular |extracellular cytosol nucleus mitochndrion en(!oplasmlc golgi P
ID sites reticulum |apparatus|n
P05064 IALDOA_MOUSE Mus Fructose- 38.807306 T344 T5;T9;S36;539;546;5132;5272(37507081;40021952;40684658;374 [MPHPYPALTPEQKKELSDIAHRIVAP (True True 5.0 False 2.531 False False 5
musculus |bisphosphate 53647;29125738;33300544;362883 |GKGILAADESTGSIAKRLQSIGTENT
aldolase A 43;39627609;39927985;22645316

EENRRFYRQLLLTADDRVNPCIGGVI
LFHETLYQKADDGRPFPQVIKSKGG
IVVGIKVDKGVVPLAGTNGETTTQGL
DGLSERCAQYKKDGADFAKWRCVL
KIGEHTPSALAIMENANVLARYASIC
QQNGIVPIVEPEILPDGDHDLKRCQY
IVTEKVLAAVYKALSDHHVYLEGTLL
KPNMVTPGHACTQKFSNEEIAMATV
TALRRTVPPAVTGVTFLSGGQSEEEA
SINLNAINKCPLLKPWALTFSYGRAL
QASALKAWGGKKENLKAAQEEYIKR
IALANSLACQGKYTPSGQSGAAASES
LFISNHAY




