i T h 1 2 . .
UniprotKB Entry name |organism full oglcnacscore oglcnac el ylation PMIDS |sequence intracellular extracellular cytosol [nucleus mitochndrion enqoplasmlc golgi plasma extl.'acellular
ID name sites sites reticulum apparatus membrane [region
P05106 ITB3_HUMAN [Homo Integrin (17.826004 NaN T767;T773;T779;T785|38665916 MRARPRPRPLWATVLALGALAGVGYV [True True 2.446 |5.0 2.201 1.969 1.628 5.0 4.564
sapiens |beta-3 GGPNICTTRGVSSCQQCLAVSPMCA

'WCSDEALPLGSPRCDLKENLLKDNC
APESIEFPVSEARVLEDRPLSDKGSG
DSSQVTQVSPQRIALRLRPDDSKNF
SIQVRQVEDYPVDIYYLMDLSYSMK
DDLWSIQNLGTKLATQMRKLTSNLR
IGFGAFVDKPVSPYMYISPPEALENP
CYDMKTTCLPMFGYKHVLTLTDQVT
RFNEEVKKQSVSRNRDAPEGGFDAI
MQATVCDEKIGWRNDASHLLVFTT
DAKTHIALDGRLAGIVQPNDGQCHV
GSDNHYSASTTMDYPSLGLMTEKLS
QKNINLIFAVTENVVNLYQNYSELIP
GTTVGVLSMDSSNVLQLIVDAYGKIR
SKVELEVRDLPEELSLSFNATCLNN
EVIPGLKSCMGLKIGDTVSFSIEAKV
RGCPQEKEKSFTIKPVGFKDSLIVQV
TFDCDCACQAQAEPNSHRCNNGNG
TFECGVCRCGPGWLGSQCECSEED
'YRPSQQDECSPREGQPVCSQRGECL
CGQCVCHSSDFGKITGKYCECDDFS
CVRYKGEMCSGHGQCSCGDCLCDS
DWTGYYCNCTTRTDTCMSSNGLLC
SGRGKCECGSCVCIQPGSYGDTCEK
CPTCPDACTFKKECVECKKFDRGAL
HDENTCNRYCRDEIESVKELKDTGK
DAVNCTYKNEDDCVVRFQYYEDSSG
KSILYVVEEPECPKGPDILVVLLSVM
GAILLIGLAALLIWKLLITIHDRKEFA
KFEEERARAKWDTANNPLYKEATST
FTNITYRGT




