UniprotKB

Entry name |organism [full name |oglcnacscore oglcnac p.h osphorylation PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion enc.loplasmlc golgi plasma extl:acellular
ID sites sites reticulum apparatus [membrane [region
P05156 CFAI HUMAN [Homo Complement 24.627021 NaN NaN 37217939;39894887 MKLLHVFLLFLCFHLRFCKVTYTSQ |False True 0.094 |False 0.094 0.094 False 0.44 4.506
sapiens [factor I EDLVEKKCLAKKYTHLSCDKVFCQP

'WQRCIEGTCVCKLPYQCPKNGTAVC
IATNRRSFPTYCQQKSLECLHPGTKF
LNNGTCTAEGKFSVSLKHGNTDSEG
IVEVKLVDQDKTMFICKSSWSMREA
NVACLDLGFQQGADTQRRFKLSDLS
INSTECLHVHCRGLETSLAECTFTKR
RTMGYQDFADVVCYTQKADSPMDD
FFQCVNGKYISQMKACDGINDCGD
QSDELCCKACQGKGFHCKSGVCIPS
QYQCNGEVDCITGEDEVGCAGFASV
TQEETEILTADMDAERRRIKSLLPKL
SCGVKNRMHIRRKRIVGGKRAQLGD
LPWQVAIKDASGITCGGIYIGGCWIL
TAAHCLRASKTHRYQIWTTVVDWIH
PDLKRIVIEYVDRIIFHENYNAGTYQ
NDIALIEMKKDGNKKDCELPRSIPAC
IVPWSPYLFQPNDTCIVSGWGREKDN
ERVFSLQWGEVKLISNCSKFYGNRF
YEKEMECAGTYDGSIDACKGDSGGP
LVCMDANNVTYVWGVVSWGENCG
KPEFPGVYTKVANYFDWISYHVGRP
FISQYNV




