UniprotKB Entry name |organism [full name oglcnacscore oglcnac phosphorylation 4,y g sequence intracellular |extracellular [cytosol [nucleus mitochndrion |* .. | golgi

ID sites sites reticulum apparatus membrane

P05201 IAATC_MOUSE [Mus |Aspartate 29.276301 NaN S149 37507081;40684658;37453647;362 [MAPPSVFAQVPQAPPVLVFKLTADF [True False 5.0 1.266 0.797 False False False
musculus [aminotransferase, 88343;39927985 RDDPDPRKVNLGVGAYRTDESQPW

VLPVVRKVEQKIANDNSLNHEYLPIL
.GLAEFRSCASRLVLGDNSLAIRENR
IVGGVQSLGGTGALRIGADFLGRWYN
GTDNKNTPIYVSSPTWENHNAVEFSA
IAGFKDIRPYCYWDAEKRGLDLQGFL
NDLENAPEFSIFVLHACAHNPTGTD
PTPEQWKQIAAVMQRRFLFPFFDSA
IYQGFASGDLEKDAWAIRYFVSEGFE
LFCAQSFSKNFGLYNERVGNLTVVG
KESDSVLRVLSQMEKIVRITWSNPP
IAQGARIVAATLSDPELFKEWKGNVK
TMADRILTMRSELRARLEALKTPGT
IWSHITEQIGMFSFTGLNPKQVEYLV
NEKHIYLLPSGRINMCGLTTKNLDY
IVATSIHEAVTKIQ

cytoplasmic




