}Jl;l iprotKB Entry name |organism full oglcnacscore |oglcnac sites p.h osphorylation PMIDS sequence intracellular |extracellular cytosol nucleus mitochndrion enqoplasmlc golgi
name sites reticulum |apparatu
P05388 RLAO_HUMAN [Homo Large 22.739989 T122;S252;S273;T285;T286 [T24;T59;S304;S307 [39990658;37217939;30379171;403 [MPREDRATWKSNYFLKIIQLLDDYP (True True 5.0 5.0 2.37 4.403 1.438
sapiens [ribosomal 07207;22121020;40596516;386659 [KCFIVGADNVGSKQMQQIRMSLRG
subunit 16;39395807;34725712;32119511;3 |[KAVWLMGKNTMMRKAIRGHLENNP
protein 5254053;40914422;35132862;3953 |ALEKLLPHIRGNVGFVFTKEDLTEIR
uL10 4244;27114449;35083852;4093010 |[DMLLANKVPAAARAGAIAPCEVTVP

0;35138101

IAQNTGLGPEKTSFFQALGITTKISRG
TIEILSDVQLIKTGDKVGASEATLLN
MLNISPFSFGLVIQQVFDNGSIYNPE
IVLDITEETLHSRFLEGVRNVASVCLQ
IGYPTVASVPHSIINGYKRVLALSVET
DYTFPLAEKVKAFLADPSAFVAAAPV
IAAATTAAPAAAAAPAKVEAKEESEES
DEDMGFGLFD




